This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK And WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 

IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 




SEQUENCE LISTING 

<110> ISHIZAKI, JUN 
SUZUKI, NORIKO 
HANASAKI, KOHJI 

<120> A HUMAN SECRETORY TYPE PHOSPHOLIPASE A2 

<13 0> 2093 08US-4346 -4346 -0-PCT 

<140> US09/856486 

<141> 2001-06-11 

<150> JPlO/349608 

<151> 1998-12-09 

<150> PCT/JP99/06844 

<151> 1999-12-07 

<160> 29 

<170> Patentin version 3.1 

<2l6> 1 

<211> 501 

<212> DNA 

<213> Mus musculus 

<220> 

<221> misc_f eature 

<222> (5) . - (5) 

<223> n = c, g, a, or t 



<400> 1 
gcggntataa 


ctgcaaccca 


gggagggctc 


ctgaacctga 


acaagatggt 


cacacacatg 


60 


acggggaaga 


aagccttctt 


cagctactgg 


ccctacggct 


gtcactgtgg 


acttggtggc 


120 


aaagggcaac 


ccaaagatgc 


cacagactgg 


tgctgtcaga 


agcatgattg 


ttgctatgcc 


180 


cacctgaaga 


tcgatggatg 


caagagcctg 


acagacaact 


acaaatacag 


catctcccag 


240 


ggcactatcc 


agtgctctga 


caacgggagc 


tggtgtgaaa 


ggcaactgtg 


tgcttgtgac 


300 


aaggaggtgg 


ccttgtgctt 


gaagcaaaac 


ctggatagct 


acaataagcg 


cctgcgttac 


360 


tactggcggc 


cccgttgcaa 


aggcaagact 


ccagcatgct 


aagggagtcc 


actctgtctg 


420 


tcccctggat 


tccaccctgt 


cctgggacat 


ctcaagcatt 


gaagtcctgc 


agcttgctgc 


480 


tcccactctg 


gtgtctagtc 


t 








501 



<210> 2 
<211> 28 
<212> DNA 



1 



<213> ARTIFICIAL SEQUENCE 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 
<400> 2 

ctcctgaacc tgaacaagat ggtcacac 



<210> 3 

<211> 26 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 

<400> 3 

agagtgggag cagcaagctg caggac 



<210> 4 

<211> 28 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA POLYNUYCLEOTIDE 

<400> 4 

cctgaacctg aacaagatgg tcacacac 



<210> 5 

<211> 26 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 

<400> 5 

tccaggggac agacagagtg gactcc 



<210> 6 

<211> 25 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 

<400> 6 

gtgggcatag caacaatcat gcttc 



<210> 7 

<211> 24 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 
<400> 7 

ttgccaccaa gtccacagtg acag 



<210> 8 

<211> 24 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 



<400> 8 

cccacacagc agggcgagtc teat 



<210> 9 

<211> 24 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 



<400> 9 

ggcactatcc agtgctctga caac 



<210> 10 

<211> 25 

<212> DNA 

<213> ARTIFICIAL 



SEQUENCE 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 
<400> 10 

aaaggcaact gtgtgcttgt gacaa 



<210> 11 

<211> 22 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 



<400> 11 



ataaggggct gcctgccttg ct 



<210> 12 

<211> 26 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 

<400> 12 

gaaagttgtt tattaagagg gctctt 



<210> 13 

<211> 1233 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (36) . . (467) 

<223> 



<220> 

<221> mat_peptide 

<222> (93) . . () 
<223> 



<400> 13 

ataaggggct gcctgccttg ctctgggctg gaact atg aga etc gcc ctg ctg 

Met Arg Leu Ala Leu Leu 
-15 



tgt ggg ctg ctg ctg gcc ggt ata act gca ace cag gga ggg etc ctg 
Cys Gly Leu Leu Leu Ala Gly lie Thr Ala Thr Gin Gly Gly Leu Leu 
-10 -5 -11 

aac ctg aac aag atg gtc aca cac atg acg ggg aag aaa gcc ttc ttc 
Asn Leu Asn Lys Met Val Thr His Met Thr Gly Lys Lys Ala Phe Phe 
5 10 15 



age tac tgg cec tac ggc tgt cac tgt gga ett ggt gge aaa ggg caa 
Ser Tyr Trp Pro Tyr Gly Cys His Cys Gly Leu Gly Gly Lys Gly Gin 
20 25 30 35 

cec aaa gat gcc aca gac tgg tgc tgt cag aag cat gat tgt tgc tat 
Pro Lys Asp Ala Thr Asp Trp Cys Cys Gin Lys His Asp Cys Cys Tyr 
40 45 50 



gee cac ctg aag ate gat gga tgc aag age ctg aca gac aac . tac aaa 
Ala His Leu Lys lie Asp Gly Cys Lys Ser Leu Thr Asp Asn Tyr Lys 
55 60 65 . 



tac age ate tec cag ggc aet ate eag tgc tet gac aae ggg age tgg 341 
Tyr Ser lie Ser Gin Gly Thr lie Gin Cys Ser Asp Asn Gly Ser Trp 
70 75 80 

tgt gaa agg eaa ctg tgt get tgt gac aag gag gtg gee ttg tgc ttg 389 
Cys Glu Arg Gin Leu Cys Ala Cys Asp Lys Glu Val Ala Leu Cys Leu 
85 90 95 

aag caa aae ctg gat age tac aat aag cgc ctg cgt tac tac tgg egg 437 
Lys Gin Asn Leu Asp Ser Tyr Asn Lys Arg Leu Arg Tyr Tyr Trp Arg 
100 105 110 115 

ccc cgt tgc aaa ggc aag act cca gca tgc taagggagtc cactctgtct 487 
Pro Arg Cys Lys Gly Lys Thr Pro Ala Cys 





120 




125 








gtcccctgga 


ttccaccctg 


tcctgggaca 


tctcaagcat 


tgaagtcctg 


cagcttgctg 


547 


cctcccactc 


tCJQtQtCtaq 


teteetggac 


cagctggctt 


ttcaaggtct 


ccttgcaaaa 


607 


gggcctggcc 


ttgaggactt 


ectettggtg 


cctttctact 


gtaaaggace 


cttttgatct 


667 


ttctaacggt 


gacactcetc 


tcccttcaaa 


ctctggtctt 


tctggaccaa 


ggtcagagct 


727 


cagccctctg 


atgctgtgtt 


ctcccccaac 


taagctatga 


gacctctagg 


ttcagccctg 


787 


ccccatttca 


gattccgtgg 


taccctctgg 


tggtaccttg 


attcaggagt 


cccctagaac 


847 


caagcccatt 


atgggctcca 


acaacaacgg 


gatttaaggg 


tgggggaagt 


tgcagtcttg 


907 


ttgeactggg 


tgggtcctgg 


agcttggcct 


gctgtttctt 


gcccgttgtg 


etttcgctgg 


967 


gatctcttgc 


tgeataatag 


cteaggctec 


ggggccgtcc 


tttggaagcc 


tctcttggct 


1027 


agccattctc 


cccagcgcta 


aggacatcat 


t^99gctggac 


tgtctgggtg 


gcatcacagc 


1087 


ccacatttct 


cctgagacca 


ggatgataga 


tgttccagta 


ctttgtctca 


tcccaggcct 


1147 


ggtttctttc 


tctggaaact 


ttctccaaag 


agccctctta 


ataaacaact 


ttcacaaaaa 


1207 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaa 








1233 



<210> 14 

<211> 144 

<212> PRT 

<213> Mus musculus 

<400> 14 

Met Arg Leu Ala Leu Leu Cys Gly Leu Leu Leu Ala Gly lie Thr Ala 
-15 -10 -5 



Thr Gin Gly Gly Leu Leu Asn Leu Asn Lys Met Val Thr. His Met Thr 
-11 5 10 



5 



Gly Lys Lys Ala Phe Phe Ser Tyr Trp Pro Tyr Gly Cys His Cys Gly 
15 20 25 



Leu Gly Gly Lys Gly Gin Pro Lys Asp Ala Thr Asp Trp Cys Cys Gin 
30 35 40 45 



Lys His Asp Cys Cys Tyr Ala His Leu Lys lie Asp Gly Cys Lys Ser 
50 55 60 



Leu Thr Asp Asn Tyr Lys Tyr Ser lie Ser Gin Gly Thr lie Gin Cys 
65 70 75 



Ser Asp Asn Gly Ser Trp Cys Glu Arg Gin Leu Cys Ala Cys Asp Lys 
80 85 90 



Glu Val Ala Leu Cys Leu Lys Gin Asn Leu Asp Ser Tyr Asn Lys Arg 
95 100 105 



Leu Arg Tyr Tyr Trp Arg Pro Arg Cys Lys Gly Lys Thr Pro Ala Cys 

120 125 



110 


115 


<210> 


15 


<211> 


44 


<212> 


DNA 


<213> 


ARTIFICIAL SEQUENCE 


<220> 




<223> 


SYNTHETIC DNA POLYNUCLEOTIDE 


<400> 


15 



agtagttgat gcggccgcca ccatgagact cgccctgctg tgtg 44 



<210> 16 

<211> 38 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA SYNTHESIS 

<400> 16 

taagcttttc tagattagca tgctggagtc ttgccttt 38. 



<210> 17 

<211> 20 

<212> DNA 

<213> ARTIFICIAL 



SEQUENCE 



6 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 



<400> 17 

acagactggt gctgtcagaa 



20 



<210> 18 

<211> 20 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 

<400> 18 

catgactgtt gctatgccca 20 



<210> 19 

<211> 21 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 



<210> 20 

<211> 21 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 

<400> 20 

ttcacaccag ctcccgttgt c .21 



<210> 21 

<211> 76 

<212> DNA 

<213> Homo sapiens 



<400> 19 

acacagttgc ctttcacacc a 



21 



<400> 21 

cctgaagacc caggggtgcg gcatctacaa ggactattac agatacaact tttcccaggg 



60 



gaacatccac tgctct: 



76 



<210> 
<211> 



22 
21 



7 



<212> DNA 

<213> ARTIFICIAL SEQUENCE 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 
<400> 22 

agagcagtgg atgttcccct g 



<210> 23 

<211> 21 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 
<400> 23 

tgtagatgcc gcacccctgg g 



<210> 24 

<211> 21 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 

<400> 24 

acctgaagac ccaggggtgc g 



<210> 25 

<211> 22 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 
<400> 25 

cttttcccag gggaacatcc ac 



<210> 26 

<211> 878 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 



CDS 

(29) . . (463) 



<220> 

<221> matj)eptide 

<222> (89) - . () 
<223> 



<400> 26 

tctgcctcca ctgctctgtg ctgggatc atg gaa ctt gca ctg ctg tgt ggg 52 

Met Glu Leu Ala Leu Leu Cys Gly 
-20 -15 

ctg gtg gtg atg get ggt gtg att cca ate cag ggc ggg ate ctg aac 1.00 
Leu Val Val Met Ala Gly Val lie Pro lie Gin Gly Gly lie Leu Asn 
-10 -5 . -11 

ctg aac aag atg gtc aag caa gtg act ggg aaa atg ccc ate etc tec 14 8 

Leu Asn Lys Met Val Lys Gin Val Thr Gly Lys Met Pro lie Leu Ser 
5 10 15 20 

tac tgg ccc tac ggc tgt cac tgc gga eta ggt ggc aga ggc caa ccc .196 
Tyr Trp Pro Tyr Gly Cys His Cys Gly Leu Gly Gly Arg Gly Gin Pro 
25 30 35 

aaa gat gee acg gae tgg tgc tgc cag ace cat gae tgc tgc tat gac 244 
Lys Asp Ala Thr Asp Trp Cys Cys Gin Thr His Asp Cys Cys Tyr Asp 
40 45 50 

cac ctg aag ace cag ggg tgc ggc ate tac aag gac tat tac aga tac 292 
His Leu Lys Thr Gin Gly Cys Gly lie Tyr Lys Asp Tyr Tyr Arg Tyr 
55 60 65 

aac ttt tec cag ggg aac ate cac tgc tct gac aag gga age tgg tgt 340 
Asn Phe Ser Gin Gly Asn lie His Cys Ser Asp Lys Gly Ser Trp Cys 
70 75 80 

gag cag cag ctg tgt gee tgt gac aag gag gtg gee ttc tgc ctg aag 3 88 

Glu Gin Gin Leu Cys Ala Cys Asp Lys Glu Val Ala Phe Cys Leu Lys 
85 90 95 100 

cgc aac ctg gae ace tac cag aag ega ctg cgt ttc tac tgg egg ccc 436 
Arg Asn Leu Asp Thr Tyr Gin Lys Arg Leu Arg Phe Tyr Trp Arg Pro 
105 110 115 

cac tgc egg ggg cag acc cct ggg tgc tagaagceca cacectetae 483 
His Cys Arg Gly Gin Thr Pro Gly Cys 
120 125 

cctgttcctc agcatggagc tctggcatcc ceacctcagt atetaacctg aaccagcetg 543 

gettttcaaa cactcegggg ggaggtagtc ecagectccc ceggaacect etaceaatgc 603 

ettetgaect tctgaagett tccgaatcct cccagttgag geagtagctg tgtcctctga 663 

gggtggatgg gaatcttggg agaagcccaa geaagggagc eateagaggt ggtgtttgga 723 

ceaaageatc ggggtggggg aggggtctge cgctgteccc cgcctgetgg eccccttgtc 783 



9 



cttcctcacc ccctccaata tagtctcgga gctgcaaccg cagcagccac tataaagggc 
aatattaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 



843 
878 



<210> 27 

<211> 145 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Met Glu Leu Ala Leu Leu Cys Gly Leu Val Val Met Ala Gly Val lie 
'20 -15 -10 -5 



Pro lie Gin Gly Gly lie Leu Asn Leu Asn Lys Met Val Lys Gin Val 
-11 5 10 



Thr Gly Lys Met Pro lie Leu Ser Tyr Trp Pro Tyr Gly Cys His Cys 
15 20 25 



Gly Leu Gly Gly Arg Gly Gin Pro Lys Asp Ala Thr Asp Trp Cys Cys 
30 35 40 



Gin Thr His Asp Cys Cys Tyr Asp His Leu Lys Thr Gin Gly Cys Gly 
45 50 . 55 60 



lie Tyr Lys Asp Tyr Tyr Arg Tyr Asn Phe Ser Gin Gly Asn lie His 
65 70 75 



Cys Ser Asp Lys Gly Ser Trp Cys Glu Gin Gin Leu Cys Ala Cys Asp 
80 85 90 



Lys Glu Val Ala Phe Cys Leu Lys Arg Asn Leu Asp Thr Tyr Gin Lys 
95 100 105 



Arg Leu Arg Phe Tyr Trp Arg Pro His Cys Arg Gly Gin Thr Pro Gly 
110 115 120 



Cys 
125 



28 
44 
DNA 

ARTIFICIAL SEQUENCE 



<210> 
<211> 
<212> 
<213> 



10 



<220> 

<223> SYNTHETIC DNA POLYNUCLEOTIDE 
<400> 28 

agtagttgat gcggccgcca ccatggaact tgcactgctg tgtg 



<210> 29 

<211> 36 

<212> DNA 

<213> Homo sapiens 



<400> 29 

taagcttttc tagactagca cccaggggtc tgcccc 



11 



